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2019 
Aliouat, Affaf, Isabelle Hatin, Pierre Bertin, Pauline François, Vérène Stierlé, Olivier Namy, Samia 

Salhi, and Olivier Jean-Jean. 2019. Divergent Effects of Translation Termination Factor ERF3A and 
Nonsense-Mediated MRNA Decay Factor UPF1 on the Expression of UORF Carrying MRNAs and 
Ribosome Protein Genes. RNA Biology 17 (2): 227–39.  
https://doi.org/10.1080/15476286.2019.1674595. 

Altinoglu, Ipek, Christien J. Merrifield, and Yoshiharu Yamaichi. 2019. Single Molecule Super-
Resolution Imaging of Bacterial Cell Pole Proteins with High-Throughput Quantitative Analysis 
Pipeline. Scientific Reports 9 (1): 6680. 
https://doi.org/10.1038/s41598-019-43051-7. 

Bakail, May, Albane Gaubert, Jessica Andreani, Gwenaëlle Moal, Guillaume Pinna, Ekaterina 
Boyarchuk, Marie-Cécile Gaillard, et al. 2019. Design on a Rational Basis of High-Affinity Peptides 
Inhibiting the Histone Chaperone ASF1. Cell Chemical Biology 26 (11): 1573-1585.e10.  
https://doi.org/10.1016/j.chembiol.2019.09.002. 

Bossi, Lionello, Mathilde Ratel, Camille Laurent, Patricia Kerboriou, Andrew Camilli, Eric Eveno, Marc 
Boudvillain, and Nara Figueroa-Bossi. 2019. NusG Prevents Transcriptional Invasion of H-NS-
Silenced Genes. PLoS Genetics 15 (10): e1008425.  
https://doi.org/10.1371/journal.pgen.1008425. 

Briquet, Anaïs, Rithy Vong, Jean-Baptiste Roseau, Emilie Javelle, Nicolas Cazes, Fréderic Rivière, 
Marc Aletti, et al. 2019. Clinical Features of Mycobacterium Canettii Infection: A Retrospective 
Study of 20 Cases among French Soldiers and Relatives. Clinical Infectious Diseases 69 (11): 2003–
10.  
https://doi.org/10.1093/cid/ciz107. 

Brito, Elcia Margareth Souza, Víctor Manuel Romero-Núñez, César Augusto Caretta, Pierre Bertin, 
Julio César Valerdi-Negreros, Rémy Guyoneaud, and Marisol Goñi-Urriza. 2019. The Bacterial 
Diversity on Steam Vents from Paricutín and Sapichu Volcanoes. Extremophiles 23: 249–263.  
https://doi.org/10.1007/s00792-019-01078-8. 

Carvalho, Cyril, Valentin LHôte, Régis Courbeyrette, Gueorgui Kratassiouk, Guillaume Pinna, Jean-
Christophe Cintrat, Cyril Denby-Wilkes, et al. 2019. Glucocorticoids Delay RAF-Induced 
Senescence Promoted by EGR1. Journal of Cell Science 132 (16): jcs230748. 
https://doi.org/10.1242/jcs.230748. 

Ciardo, Diletta, Arach Goldar, and Kathrin Marheineke. 2019. On the Interplay of the DNA 
Replication Program and the Intra-S Phase Checkpoint Pathway. Genes 10 (2): 94.  
https://doi.org/10.3390/genes10020094. 

Corcoles-Saez, Isaac, Jean-Luc Ferat, Michael Costanzo, Charles M. Boone, and Rita S. Cha. 2019. 
Functional Link between Mitochondria and Rnr3, the Minor Catalytic Subunit of Yeast 
Ribonucleotide Reductase. Microbial Cell (Graz, Austria) 6 (6): 286–94.  
https://doi.org/10.15698/mic2019.06.680. 
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Demené, Arthur, Ludovic Legrand, Jérôme Gouzy, Robert Debuchy, Gilles Saint-Jean, Olivier 
Fabreguettes, and Cyril Dutech. 2019. Whole-Genome Sequencing Reveals Recent and Frequent 
Genetic Recombination between Clonal Lineages of Cryphonectria Parasitica in Western Europe. 
Fungal Genetics and Biology 130: 122–33.  
https://doi.org/10.1016/j.fgb.2019.06.002. 

Denecker, Thomas, William Durand, Julien Maupetit, Charles Hébert, Jean-Michel Camadro, Pierre 
Poulain, and Gaëlle Lelandais. 2019. Pixel: A Content Management Platform for Quantitative 
Omics Data. PeerJ 7: e6623.  
https://doi.org/10.7717/peerj.6623. 

Deng, Yiqin, Xing Luo, Mei Xie, Philippe Bouloc, Chang Chen, and Annick Jacq. 2019. The IlvGMEDA 
Operon Is Regulated by Transcription Attenuation in Vibrio Alginolyticus ZJ-T. Applied and 
Environmental Microbiology 85 (19): e00880-19.  
https://doi.org/10.1128/AEM.00880-19. 

Devigne, Alice, Laura Meyer, Claire Bouthier de la Tour, Nicolas Eugenie, Suzanne Sommer, and 
Pascale Servant. 2019. The Absence of the RecN Protein Suppresses the Cellular Defects of 
Deinococcus Radiodurans Irradiated Cells Devoid of the PprA Protein by Cheek Tot Limiting 
Recombinational Repair of DNA Lesions. Dna Repair 73: 144–54.  
https://doi.org/10.1016/j.dnarep.2018.11.011. 

Dubois, Emeline, Arnaud De Muyt, Jessica L. Soyer, Karine Budin, Mathieu Legras, Tristan Piolot, 
Robert Debuchy, Nancy Kleckner, Denise Zickler, and Eric Espagne. 2019. Building Bridges to 
Move Recombination Complexes. Proc.Natl. Acad. Sci. USA 116 (25): 12400–409. 
https://doi.org/10.1073/pnas.1901237116. 

Durand, Eleonore, Isabelle Gagnon-Arsenault, Johan Hallin, Isabelle Hatin, Alexandre K. Dube, Lou 
Nielly-Thibault, Olivier Namy, and Christian R. Landry. 2019. Turnover of Ribosome-Associated 
Transcripts from de Novo ORFs Produces Gene-like Characteristics Available for de Novo Gene 
Emergence in Wild Yeast Populations. Genome Research 29 (6): 932–43.  
https://doi.org/10.1101/gr.239822.118. 

Essoh, Christiane, Jean-Philippe Vernadet, Gilles Vergnaud, Adama Coulibaly, Adèle Kakou-NDouba, 
Assanvo S.-P. NGuetta, Gregory Resch, and Christine Pourcel. 2019. Complete Genome 
Sequences of Five Acinetobacter Baumannii Phages from Abidjan, Côte dIvoire. Microbiology 
Resource Announcements 8 (1): e01358-18. 
https://doi.org/10.1128/MRA.01358-18. 

Ferrandi, Alex, Federica Gastoni, Mauro Pitaro, Sara Tagliaferri, Claire Bouthier de la Tour, Rosa 
Alduina, Suzanne Sommer, et al. 2019. Deinococcus Radiodurans SRA-HNH Domain Containing 
Protein Shp (Dr1533) Is Involved in Faithful Genome Inheritance Maintenance Following DNA 
Damage. Biochimica Et Biophysica Acta - General Subjects 1863 (1): 118–29.  
https://doi.org/10.1016/j.bbagen.2018.09.020. 

Figueroa-Bossi, Nara, and Lionello Bossi. 2019. Sponges and Predators in the Small RNA World. 
Microbiology Spectrum 6 (4).  
https://doi.org/10.1128/microbiolspec.RWR-0021-2018. 

Floch, Kevin, Françoise Lacroix, Pascale Servant, Yung-Sing Wong, Jean-Philippe Kleman, Dominique 
Bourgeois, and Joanna Timmins. 2019. Cell Morphology and Nucleoid Dynamics in Dividing 
Deinococcus Radiodurans. Nature Communications 10 (1): 3815.  
https://doi.org/10.1038/s41467-019-11725-5. 
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Frapporti, Andrea, Caridad Miró Pina, Olivier Arnaiz, Daniel Holoch, Takayuki Kawaguchi, Adeline 
Humbert, Evangelia Eleftheriou, et al. 2019. The Polycomb Protein Ezl1 Mediates H3K9 and 
H3K27 Methylation to Repress Transposable Elements in Paramecium. Nature Communications 
10 (1): 2710. 
https://doi.org/10.1038/s41467-019-10648-5. 

Galli, Elisa, Jean-Luc Ferat, Jean-Michel Desfontaines, Marie-Eve Val, Ole Skovgaard, François-Xavier 
Barre, and Christophe Possoz. 2019. Replication Termination without a Replication Fork Trap. 
Scientific Reports 9 (1): 8315.  
https://doi.org/10.1038/s41598-019-43795-2. 

Georges, Adrien, Diyavarshini Gopaul, Cyril Denby Wilkes, Nathalie Giordanengo Aiach, Elizaveta 
Novikova, Marie-Bénédicte Barrault, Olivier Alibert, and Julie Soutourina. 2019. Functional 
Interplay between Mediator and RNA Polymerase II in Rad2/XPG Loading to the Chromatin. 
Nucleic Acids Research 47 (17): 8988–9004.  
https://doi.org/10.1093/nar/gkz598. 

Godau, Julia, Lorenza P. Ferretti, Anika Trenner, Emeline Dubois, Christine von Aesch, Antoine 
Marmignon, Lauriane Simon, et al. 2019. Identification of a Miniature Sae2/Ctp1/CtIP Ortholog 
from Paramecium Tetraurelia Required for Sexual Reproduction and DNA Double-Strand Break 
Repair. DNA Repair 77: 96–108. 
https://doi.org/10.1016/j.dnarep.2019.03.011. 

Greenberg, Maxim Van Cleef, Aurélie Teissandier, Marius Walter, Daan Noordermeer, and Deborah 
Bourchis. 2019. Dynamic Enhancer Partitioning Instructs Activation of a Growth-Related Gene 
during Exit from Naïve Pluripotency. ELife 8: e44057.  
https://doi.org/10.7554/eLife.44057. 

Grognet, Pierre, Hélène Timpano, Florian Carlier, Jinane Aït-Benkhali, Véronique Berteaux-Lecellier, 
Robert Debuchy, Frédérique Bidard, and Fabienne Malagnac. 2019. A RID-like Putative Cytosine 
Methyltransferase Homologue Controls Sexual Development in the Fungus Podospora Anserina. 
PLoS Genetics 15 (8): e1008086. 
https://doi.org/10.1371/journal.pgen.1008086. 

Groot, Arjan de, Marina Siponen, Romaric Magerand, Nicolas Eugenie, Raquel Martin-Arevalillo, 
Jade Doloy, David Lemaire, et al. 2019. Crystal Structure of the Transcriptional Repressor DdrO: 
Insight into the Metalloprotease/Repressor-Controlled Radiation Response in Deinococcus. 
Nucleic Acids Research 47 (21): 11403–17.  
https://doi.org/10.1093/nar/gkz883. 

Knierim, Dennis, Quentin Barrière, Ioana Grigoras, Stephan Winter, Heinrich-Josef Vetten, Mark 
Schwinghamer, John Thomas, Paul Chu, Bruno Gronenborn, and Tatiana Timchenko. 2019. 
Subterranean Clover Stunt Virus Revisited: Detection of Two Missing Genome Components. 
Viruses 11 (2): 138. 
https://doi.org/10.3390/v11020138. 

Latino, Libera, Cédric Midoux, Gilles Vergnaud, and Christine Pourcel. 2019. Investigation of 
Pseudomonas Aeruginosa Strain PcyII-10 Variants Resisting Infection by N4-like Phage Ab09 in 
Search for Genes Involved in Phage Adsorption. PloS One 14 (4): e0215456.  
https://doi.org/10.1371/journal.pone.0215456. 
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Latino, Libera, Delphine Patin, Dimitri Cherier, Thierry Touze, Christine Pourcel, Helene Barreteau, 
and Dominique Mengin-Lecreulx. 2019. Impact of FiuA Outer Membrane Receptor Polymorphism 
on the Resistance of Pseudomonas Aeruginosa toward Peptidoglycan Lipid II-Targeting PaeM 
Pyocins. Journal of Bacteriology 201 (13): e00164.  
https://doi.org/10.1128/JB.00164-19. 

Le Cam, Bruno, Dan Sargent, Jérôme Gouzy, Joëlle Amselem, Marie-Noëlle Bellanger, Olivier 
Bouchez, Spencer Brown, et al. 2019. Population Genome Sequencing of the Scab Fungal Species 
Venturia Inaequalis, Venturia Pirina, Venturia Aucupariae and Venturia Asperata. G3-Genes 
Genomes Genetics 9 (8): 2405–14. 
https://doi.org/10.1534/g3.119.400047. 

Ledwaba, Maphuti Betty, Calvin Gomo, Kgaugelo Edward Lekota, Philippe Le Flèche, Ayesha Hassim, 
Gilles Vergnaud, and Henriette van Heerden. 2019. Molecular Characterization of Brucella 
Species from Zimbabwe. PLoS Neglected Tropical Diseases 13 (5): e0007311.  
https://doi.org/10.1371/journal.pntd.0007311. 

Lehmann, Jean, and Shixin Ye. 2019. D Amino Acids Highlight the Catalytic Power of the Ribosome. 
Cell Chemical Biology 26 (12): 1639–41.  
https://doi.org/10.1016/j.chembiol.2019.10.007. 

Lelandais, Gaëlle, Thomas Denecker, Camille Garcia, Nicolas Danila, Thibaut Léger, and Jean-Michel 
Camadro. 2019. Label-Free Quantitative Proteomics in Candida Yeast Species: Technical and 
Biological Replicates to Assess Data Reproducibility. BMC Research Notes 12 (1): 470.  
https://doi.org/10.1186/s13104-019-4505-8. 

Li, Shuang, Zhaoming Su, Jean Lehmann, Vassiliki Stamatopoulou, Nikoleta Giarimoglou, Frances E. 
Henderson, Lixin Fan, et al. 2019. Structural Basis of Amino Acid Surveillance by Higher-Order 
TRNA-MRNA Interactions. Nature Structural & Molecular Biology 26 (12): 1094–1105.  
https://doi.org/10.1038/s41594-019-0326-7. 

Llères, David, Benoît Moindrot, Rakesh Pathak, Vincent Piras, Mélody Matelot, Benoît Pignard, Alice 
Marchand, et al. 2019. CTCF Modulates Allele-Specific Sub-TAD Organization and Imprinted Gene 
Activity at the Mouse Dlk1-Dio3 and Igf2-H19 Domains. Genome Biology 20 (1): 272.  
https://doi.org/10.1186/s13059-019-1896-8. 

Loiseau, Chloe, Daniela Brites, Irmgard Moser, Francesc Coll, Christine Pourcel, Suelee Robbe-
Austerman, Vincent Escuyer, et al. 2019. Revised Interpretation of the Hain Lifescience GenoType 
MTBC To Differentiate Mycobacterium Canettii and Members of the Mycobacterium 
Tuberculosis Complex. Antimicrobial Agents and Chemotherapy 63 (6): e00159-19.  
https://doi.org/10.1128/AAC.00159-19. 

Marichal, Laurent, Gaël Giraudon--Colas, Fabrice Cousin, Antoine Thill, Jean Labarre, Yves Boulard, 
Jean-Christophe Aude, Serge Pin, and Jean Philippe Renault. 2019. Protein–Nanoparticle 
Interactions: What Are the Protein–Corona Thickness and Organization? Langmuir 35 (33): 
10831–37. 
https://doi.org/10.1021/acs.langmuir.9b01373. 

Masamsetti, V. Pragathi, Ronnie Ren Jie Low, Ka Sin Mak, Aisling OConnor, Chris D. Riffkin, Noa 
Lamm, Laure Crabbe, et al. 2019. Replication Stress Induces Mitotic Death through Parallel 
Pathways Regulated by WAPL and Telomere Deprotection. Nature Communications 10 (1): 4224.  
https://doi.org/10.1038/s41467-019-12255-w. 
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Maurel, Marie-Christine, Fabrice Leclerc, Jacques Vergne, and Giuseppe Zaccai. 2019. RNA Back and 
Forth: Looking through Ribozyme and Viroid Motifs. Viruses 11 (3): 283.  
https://doi.org/10.3390/v11030283. 

Mercier, Alex, Colin Clairet, Robert Debuchy, David Morais, Philippe Silar, and Sylvain Brun. 2019. 
The Mitochondrial Translocase of the Inner Membrane PaTim54 Is Involved in Defense Response 
and Longevity in Podospora Anserina. Fungal Genetics and Biology 132: 103257. 
 https://doi.org/10.1016/j.fgb.2019.103257. 

Meyer, Melanie, Helene Walbott, Vincent Olieric, Jiro Kondo, Maria Costa, and Benoit Masquida. 
2019. Conformational Adaptation of UNCG Loops upon Crowding. RNA (New York, N.Y.) 25 (11): 
1522–31. 
https://doi.org/10.1261/rna.072694.119. 

Midonet, Caroline, Solange Miele, Evelyne Paly, Raphaël Guerois, and François-Xavier Barre. 2019. 
The TLCΦ Satellite Phage Harbors a Xer Recombination Activation Factor. Proc.Natl. Acad. Sci. 
USA 116 (37): 18391–96. https://doi.org/10.1073/pnas.1902905116. 

Millar, A. Harvey, Joshua L. Heazlewood, Carmela Giglione, Michael J. Holdsworth, Andreas 
Bachmair, and Waltraud X. Schulze. 2019. The Scope, Functions, and Dynamics of 
Posttranslational Protein Modifications. In Annual Review of Plant Biology, 70:119–51.  
10.1146/annurev-arplant-050718-100211. 

Morillon, Antonin, and Daniel Gautheret. 2019. Bridging the Gap between Reference and Real 
Transcriptomes. Genome Biology 20 (1): 112. 
https://doi.org/10.1186/s13059-019-1710-7. 

Nekrasova, Irina, Vera Nikitashina, Simran Bhullar, Olivier Arnaiz, Deepankar P. Singh, Eric Meyer, 
and Alexey Potekhin. 2019. Loss of a Fragile Chromosome Region Leads to the Screwy Phenotype 
in Paramecium Tetraurelia. Genes 10 (7): 513. 
https://doi.org/10.3390/genes10070513. 

Nesterova, Tatyana B., Guifeng Wei, Heather Coker, Greta Pintacuda, Joseph S. Bowness, Tianyi 
Zhang, Mafalda Almeida, et al. 2019. Systematic Allelic Analysis Defines the Interplay of Key 
Pathways in X Chromosome Inactivation. Nature Communications 10 (1): 3129.  
https://doi.org/10.1038/s41467-019-11171-3. 

Paleiron, N., C. Soler, M. O. Hassan, D. Andriamanantena, R. Vong, C. Pourcel, and J.-B. Roseau. 
2019. First Description of Mycobacterium Tuberculosis and M. Canettii Concomitant Infection: 
Report of Two Cases. International Journal of Tuberculosis and Lung Disease 23 (2): 232–35.  
https://doi.org/10.5588/ijtld.18.0261. 

Petitalot, Ambre, Elodie Dardillac, Eric Jacquet, Naima Nhiri, Josee Guirouilh-Barbat, Patrick Julien, 
Isslam Bouazzaoui, et al. 2019. Combining Homologous Recombination and Phosphopeptide-
Binding Data to Predict the Impact of BRCA1 BRCT Variants on Cancer Risk. Molecular Cancer 
Research 17 (1): 54–69. 
https://doi.org/10.1158/1541-7786.MCR-17-0357. 

Pinskaya, Marina, Zohra Saci, Mélina Gallopin, Marc Gabriel, Ha Tn Nguyen, Virginie Firlej, Marc 
Descrimes, et al. 2019. Reference-Free Transcriptome Exploration Reveals Novel RNAs for 
Prostate Cancer Diagnosis. Life Science Alliance 2 (6): e201900449.  
https://doi.org/10.26508/lsa.201900449. 
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Platel, Marie, Hemalatha Narassimprakash, Diletta Ciardo, Olivier Haccard, and Kathrin Marheineke. 
2019. Genome Wide Decrease of DNA Replication Eye Density at the Midblastula Transition of 
Xenopus Laevis. Cell Cycle (Georgetown, Tex.) 18 (13): 1458–72.  
https://doi.org/10.1080/15384101.2019.1618641. 

Rubio, Tristan, Daniel Oyanedel, Yannick Labreuche, Eve Toulza, Xing Luo, Maxime Bruto, Cristian 
Chaparro, et al. 2019. Species-Specific Mechanisms of Cytotoxicity toward Immune Cells 
Determine the Successful Outcome of Vibrio Infections. Proc.Natl. Acad. Sci. USA 116 (28): 
14238–47.  
https://doi.org/10.1073/pnas.1905747116. 

Santos, Sandra P., Yang Yang, Margarida T. G. Rosa, Mafalda A. A. Rodrigues, Claire Bouthier de la 
Tour, Suzanne Sommer, Miguel Teixeira, et al. 2019. The Interplay between Mn and Fe in 
Deinococcus Radiodurans Triggers Cellular Protection during Paraquat-Induced Oxidative Stress. 
Scientific Reports 9 (1): 17217. 
https://doi.org/10.1038/s41598-019-53140-2. 

Scheidecker, Sophie, Séverine Bär, Corinne Stoetzel, Véronique Geoffroy, Béatrice Lannes, Bruno 
Rinaldi, Frédéric Fischer, et al. 2019. Mutations in KARS Cause a Severe Neurological and 
Neurosensory Disease with Optic Neuropathy. Human Mutation 40 (10): 1826–40.  
https://doi.org/10.1002/humu.23799. 

Sellem, Carole H., Adeline Humbert, and Annie Sainsard-Chanet. 2019. Mutations in the 
Phosphatase Domain of the 6-Phosphofructo-2-Kinase/Fructose 2,6-Bisphosphatase Result in 
the Transcriptional Activation of the Alternative Oxidase and Gluconeogenic Pathways in 
Podospora Anserina. Fungal Genetics and Biology 130: 1–10.  
https://doi.org/10.1016/j.fgb.2019.04.005. 

Shevtsova, Elena, Gilles Vergnaud, Alexandr Shevtsov, Alexandr Shustov, Kalysh Berdimuratova, 
Kasim Mukanov, Marat Syzdykov, et al. 2019. Genetic Diversity of Brucella Melitensis in 
Kazakhstan in Relation to World-Wide Diversity. Frontiers in Microbiology 10: 1897.  
https://doi.org/10.3389/fmicb.2019.01897. 

Shukron, O., V. Piras, D. Noordermeer, and D. Holcman. 2019. Statistics of Chromatin Organization 
during Cell Differentiation Revealed by Heterogeneous Cross-Linked Polymers. Nature 
Communications 10 (1): 2626.  
https://doi.org/10.1038/s41467-019-10402-x. 

Silar, Philippe, Jean-Marc Dauget, Valerie Gautier, Pierre Grognet, Michelle Chablat, Sylvie 
Hermann-Le Denmat, Arnaud Couloux, Patrick Wincker, and Robert Debuchy. 2019. A Gene 
Graveyard in the Genome of the Fungus Podospora Comata. Molecular Genetics and Genomics 
294 (1): 177–90. 
https://doi.org/10.1007/s00438-018-1497-3. 

Silva, Inês Jesus, Susana Barahona, Alex Eyraud, David Lalaouna, Nara Figueroa-Bossi, Eric Massé, 
and Cecília Maria Arraiano. 2019. SraL SRNA Interaction Regulates the Terminator by Preventing 
Premature Transcription Termination of Rho MRNA. Proc.Natl. Acad. Sci. USA 116 (8): 3042–51.  
https://doi.org/10.1073/pnas.1811589116. 

Soutourina, Julie. 2019. Mammalian Mediator as a Functional Link between Enhancers and 
Promoters. Cell 178 (5): 1036–38. 
https://doi.org/10.1016/j.cell.2019.07.040. 
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Tidjani, Abdoul-Razak, Jean-Noël Lorenzi, Maxime Toussaint, Erwin van Dijk, Delphine Naquin, 
Olivier Lespinet, Cyril Bontemps, and Pierre Leblond. 2019. Massive Gene Flux Drives Genome 
Diversity between Sympatric Streptomyces Conspecifics. MBio 10 (5): e01533-19.  
https://doi.org/10.1128/mBio.01533-19. 

Tidjani, Abdoul-Razak, Jean-Noël Lorenzi, Maxime Toussaint, Erwin van Dijk, Delphine Naquin, 
Olivier Lespinet, Cyril Bontemps, and Pierre Leblond. 2019. Genome Sequences of 11 Conspecific 
Streptomyces Sp. Strains. Microbiology Resource Announcements 8 (38): e00863-19.  
https://doi.org/10.1128/MRA.00863-19. 

Timofeev, Vitalii, Irina Bahtejeva, Raisa Mironova, Galina Titareva, Igor Lev, David Christiany, 
Alexander Borzilov, Alexander Bogun, and Gilles Vergnaud. 2019. Insights from Bacillus Anthracis 
Strains Isolated from Permafrost in the Tundra Zone of Russia. PloS One 14 (5): e0209140.  
https://doi.org/10.1371/journal.pone.0209140. 

Vergnaud, Gilles. 2019. And Then There Were Three: Discovering the Role of CRISPRs. The CRISPR 
Journal 2 (6): 359–61. 
https://doi.org/10.1089/crispr.2019.29073.gve. 

Vetten, H. Josef, Dennis Knierim, Mirko Sebastian Rakoski, Wulf Menzel, Edgar Maiss, Bruno 
Gronenborn, Stephan Winter, and Bjoern Krenz. 2019. Identification of a Novel Nanovirus in 
Parsley. Archives of Virology 164 (7): 1883–87. 
https://doi.org/10.1007/s00705-019-04280-3. 

Wang, Shunxin, Carl Veller, Fei Sun, Aurora Ruiz-Herrera, Yongliang Shang, Hongbin Liu, Denise 
Zickler, Zijiang Chen, Nancy Kleckner, and Liangran Zhang. 2019. Per-Nucleus Crossover 
Covariation and Implications for Evolution. Cell 177 (2): 326–338.  
https://doi.org/10.1016/j.cell.2019.02.021. 

Zaharia, Alexandra, Bernard Labedan, Christine Froidevaux, and Alain Denise. 2019. CoMetGeNe: 
Mining Conserved Neighborhood Patterns in Metabolic and Genomic Contexts. BMC 
Bioinformatics 20 (1): 19. 
https://doi.org/10.1186/s12859-018-2542-2. 

 
 
2018 
Abdollahi, Nika, Alexandre Albani, Eric Anthony, Agnes Baud, Mélissa Cardon, Robert Clerc, Dariusz 

Czernecki, et al. 2018. Meet-U: Educating through Research Immersion. PLoS Computational 
Biology 14 (3): e1005992. 
https://doi.org/10.1371/journal.pcbi.1005992. 

Apel, Cecile, Jerome Bignon, Maria Concepcion Garcia-Alvarez, Sarah Ciccone, Patricia Clerc, Isabelle 
Grondin, Emmanuelle Girard-Valenciennes, et al. 2018. N-Myristoyltransferases Inhibitory 
Activity of Ellagitannins from Terminalia Bentzoe (L.) L. f. Subsp. Bentzoe. Fitoterapia 131: 91–95. 
https://doi.org/10.1016/j.fitote.2018.10.014. 

Arbona, Jean-Michel, Arach Goldar, Olivier Hyrien, Alain Arneodo, and Benjamin Audit. 2018. The 
Eukaryotic Bell-Shaped Temporal Rate of DNA Replication Origin Firing Emanates from a Balance 
between Origin Activation and Passivation. ELife 7: e35192.  
https://doi.org/10.7554/eLife.35192. 
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Benchouaia, Médine, Hugues Ripoche, Mariam Sissoko, Antonin Thiébaut, Jawad Merhej, Thierry 
Delaveau, Laure Fasseu, et al. 2018. Comparative Transcriptomics Highlights New Features of the 
Iron Starvation Response in the Human Pathogen Candida Glabrata. Frontiers in Microbiology 9: 
2689.  
https://doi.org/10.3389/fmicb.2018.02689. 

Bhullar, Simran, Cyril Denby Wilkes, Olivier Arnaiz, Mariusz Nowacki, Linda Sperling, and Eric Meyer. 
2018. A Mating-Type Mutagenesis Screen Identifies a Zinc-Finger Protein Required for Specific 
DNA Excision Events in Paramecium. Nucleic Acids Research 46 (18): 9550–62.  
https://doi.org/10.1093/nar/gky772. 

Bischerour, Julien, Simran Bhullar, Cyril Denby Wilkes, Vinciane Régnier, Nathalie Mathy, Emeline 
Dubois, Aditi Singh, et al. 2018. Six Domesticated PiggyBac Transposases Together Carry out 
Programmed DNA Elimination in Paramecium. ELife 7: e37927.  
https://doi.org/10.7554/eLife.37927. 

Blanchet, Sandra, David Cornu, Isabelle Hatin, Henri Grosjean, Pierre Bertin, and Olivier Namy. 2018. 
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