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Acosta, Fermín, Juan Agapito, Andrea Maurizio Cabibbe, Tatiana Cáceres, Christophe Sola, Laura 

Pérez-Lago, Estefanía Abascal, et al. 2019. Exportation of MDR TB to Europe from Setting with 
Actively Transmitted Persistent Strains in Peru. Emerging Infectious Diseases 25 (3): 596–98. 
https://doi.org/10.3201/eid2503.180574. 

Agbota, G., K. Polman, F. Wieringa, M. Campos-Ponce, N. Fievet, M. Accrombessi, E. Yovo, et al. 
2019. Maternal Urinary Schistosomiasis and Malaria Before Conception and During Pregnancy 
Are Associated with Childs Early Haemoglobin Concentrations and Risk of Infections: A 
Longitudinal Preconceptional Cohort in Benin. Transactions of the Royal Society of Tropical 
Medicine and Hygiene 113: S250–S250. 

Agbota, Gino, Katja Polman, Frank T. Wieringa, Maiza Campos-Ponce, Manfred Accrombessi, 
Emmanuel Yovo, Clémentine Roucher, et al. 2019. Maternal Malaria but Not Schistosomiasis Is 
Associated with a Higher Risk of Febrile Infection in Infant during the First 3 Months of Life: A 
Mother-Child Cohort in Benin. PloS One 14 (9): e0222864.  
https://doi.org/10.1371/journal.pone.0222864. 

Anselmo, Lívia Maria Pala, Emilyn Costa Conceição, Evangelina Namburete, Cinara Feliciano, Silvana 
Spindola, Christophe Sola, and Valdes Roberto Bollela. 2019. Mycobacterium Tuberculosis 
Spoligotypes and Drug-Resistant Characterization from Beira Compared to Genotypes Circulating 
in Mozambique. Revista Da Sociedade Brasileira De Medicina Tropical 52: e20190257. 
https://doi.org/10.1590/0037-8682-0257-2019. 

Aubry, Céline, Jean-Luc Pernodet, and Sylvie Lautru. 2019. A Set of Modular and Integrative Vectors 
for Synthetic Biology in Streptomyces. Applied and Environmental Microbiology 85 (16): e00485-
19. 
https://doi.org/10.1128/AEM.00485-19. 

Badel, C., G. Erauso, A. Gomez, R. Catchpole, M. Gonnet, J. Oberto, P. Forterre, and V. Da Cunha. 
2019. The Global Distribution and Evolutionary History of the PT26-2 Archaeal Plasmid Family. 
Environmental Microbiology 21 (12): 4685–4705.  
https://doi.org/10.1111/1462-2920.14800. 

Barcellos, Regina Bones, Isabela Neves de Almeida, Elisangela Costa da Silva, Harrison Magdinier 
Gomes, Lida Jouca de Assis Figueredo, Maria Laura Halon, Elis Regina Dalla Costa, et al. 2019. 
Multicenter Evaluation of TB-SPRINT 59-Plex Beamedex®: Accuracy and Cost Analysis. BMC 
Infectious Diseases 19 (1): 1047. 
https://doi.org/10.1186/s12879-019-4646-3. 

Barreteau, Helene, Manon Vandervennet, Laura Guedon, Vanessa Point, Stephane Canaan, Sylvie 
Rebuffat, Jean Peduzzi, and Alyssa Carre-Mlouka. 2019. Haloarcula Sebkhae Sp. Nov., an 
Extremely Halophilic Archaeon from Algerian Hypersaline Environment. International Journal of 
Systematic and Evolutionary Microbiology 69 (3): 732–38.  
https://doi.org/10.1099/ijsem.0.003211. 
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Béguin, Pierre, Yankel Chekli, Guennadi Sezonov, Patrick Forterre, and Mart Krupovic. 2019. 
Sequence Motifs Recognized by the Casposon Integrase of Aciduliprofundum Boonei. Nucleic 
Acids Research 47 (12): 6386–95.  
https://doi.org/10.1093/nar/gkz447. 

Bouznif, Besma, Ibtissem Guefrachi, Ricardo C. Rodríguez de la Vega, Mariangela Hungria, Mohamed 
Mars, Benoit Alunni, and Jacqui Anne Shykoff. 2019. Phylogeography of the Bradyrhizobium Spp. 
Associated With Peanut, Arachis Hypogaea: Fellow Travelers or New Associations? Frontiers in 
Microbiology 10: 2041.  
https://doi.org/10.3389/fmicb.2019.02041. 

Briassoulis, George, Panagiotis Briassoulis, Marianna Miliaraki, Stavroula Ilia, Marianna Parlato, 
François Philippart, Alexandra Rouquette, et al. 2019. Biomarker Cruises in Sepsis: Who Is the 
CAPTAIN? Discussion on “Circulating Biomarkers May Be Unable to Detect Infection at the Early 
Phase of Sepsis in ICU Patients: The CAPTAIN Prospective Multicenter Cohort Study”. Intensive 
Care Medicine 45: 132–33.  
https://doi.org/10.1007/s00134-018-5451-y. 

Briquet, Anaïs, Rithy Vong, Jean-Baptiste Roseau, Emilie Javelle, Nicolas Cazes, Fréderic Rivière, 
Marc Aletti, et al. 2019. Clinical Features of Mycobacterium Canettii Infection: A Retrospective 
Study of 20 Cases among French Soldiers and Relatives. Clinical Infectious Diseases 69 (11): 2003–
10. 
https://doi.org/10.1093/cid/ciz107. 

Catchpole, Ryan, and Patrick Forterre. 2019. The Evolution of Reverse Gyrase Suggests a Non-
Hyperthermophilic Last Universal Common Ancestor. Molecular Biology and Evolution 36 (12): 
2737–47.  
https://doi.org/10.1093/molbev/msz180. 

Conceição, Emilyn Costa, Guislaine Refregier, Harrison Magdinier Gomes, Xavier Olessa-Daragon, 
Francesc Coll, Noël Harijaona Ratovonirina, Voahangy Rasolofo-Razanamparany, et al. 2019. 
Mycobacterium Tuberculosis Lineage 1 Genetic Diversity in Pará, Brazil, Suggests Common 
Ancestry with East-African Isolates Potentially Linked to Historical Slave Trade. Infection, Genetics 
and Evolution 73: 337–41.  
https://doi.org/10.1016/j.meegid.2019.06.001. 

DellOrto, Valentina, Roberto Raschetti, Roberta Centorrino, Amelie Montane, Pierre Tissieres, 
Nadya Yousef, and Daniele De Luca. 2019. Short- and Long-Term Respiratory Outcomes in 
Neonates with Ventilator-Associated Pneumonia. Pediatric Pulmonology 54 (12): 1982–88. 
https://doi.org/10.1002/ppul.24487. 

Dubois, Pavlina, Isabelle Correia, Fabien Le Chevalier, Steven Dubois, Isabelle Jacques, Nicolas Canu, 
Mireille Moutiez, et al. 2019a. Reprogramming Escherichia Coli for the Production of Prenylated 
Indole Diketopiperazine Alkaloids. Scientific Reports 9 (1): 9208.  
https://doi.org/10.1038/s41598-019-45519-y. 

———. 2019b. Author Correction: Reprogramming Escherichia Coli for the Production of Prenylated 
Indole Diketopiperazine Alkaloids. Scientific Reports 9 (1): 15009.  
https://doi.org/10.1038/s41598-019-51404-5. 

Durand, Philippe, Daniele De Luca, and Pierre Tissieres. 2019. Whats New in Lung Ultrasound in the 
Critically Ill or Injured Child. Intensive Care Medicine 45 (4): 508–11.  
https://doi.org/10.1007/s00134-018-5356-9. 
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Essoh, Christiane, Jean-Philippe Vernadet, Gilles Vergnaud, Adama Coulibaly, Adèle Kakou-NDouba, 
Assanvo S.-P. NGuetta, Gregory Resch, and Christine Pourcel. 2019. Complete Genome 
Sequences of Five Acinetobacter Baumannii Phages from Abidjan, Côte dIvoire. Microbiology 
Resource Announcements 8 (1): e01358-18. 
https://doi.org/10.1128/MRA.01358-18. 

Gasiorowski, Elise, Rodolphe Auger, Xudong Tian, Samia Hicham, Chantal Ecobichon, Sophie Roure, 
Martin V. Douglass, et al. 2019. HupA, the Main Undecaprenyl Pyrophosphate and 
Phosphatidylglycerol Phosphate Phosphatase in Helicobacter Pylori Is Essential for Colonization 
of the Stomach. PLoS Pathogens 15 (9): e1007972.  
https://doi.org/10.1371/journal.ppat.1007972. 

Gill, Sukhvinder, Ryan Catchpole, and Patrick Forterre. 2019. Extracellular Membrane Vesicles (EVs) 
in the Three Domains of Life and Beyond. FEMS Microbiology Reviews 43 (3): 273–303. 
https://doi.org/10.1093/femsre/fuy042. 

Gonzalez-Mula, Almudena, Joy Lachat, Léo Mathias, Delphine Naquin, Florian Lamouche, Peter 
Mergaert, and Denis Faure. 2019. The Biotroph Agrobacterium Tumefaciens Thrives in Tumors 
by Exploiting a Wide Spectrum of Plant Host Metabolites. The New Phytologist 222 (1): 455–67.  
https://doi.org/10.1111/nph.15598. 

Gonzalez-Mula, Almudena, Marta Torres, and Denis Faure. 2019. Integrative and Deconvolution 
Omics Approaches to Uncover the Agrobacterium Tumefaciens Lifestyle in Plant Tumors. Plant 
Signaling & Behavior 14 (3): e1581562.  
https://doi.org/10.1080/15592324.2019.1581562. 

Gorlas, A., R. Catchpole, E. Marguet, and P. Forterre. 2019. Increase of Positive Supercoiling in a 
Hyperthermophilic Archaeon after UV Irradiation. Extremophiles 23 (1): 141–49.  
https://doi.org/10.1007/s00792-018-1068-x. 

Guernier-Cambert, Vanina, Tanya Diefenbach-Elstob, Bernice J. Klotoe, Graham Burgess, Daniel 
Pelowa, Robert Dowi, Bisato Gula, et al. 2019. Diversity of Mycobacterium Tuberculosis in the 
Middle Fly District of Western Province, Papua New Guinea: Microbead-Based Spoligotyping 
Using DNA from Ziehl-Neelsen-Stained Microscopy Preparations. Scientific Reports 9 (1): 15549. 
https://doi.org/10.1038/s41598-019-51892-5. 

Guglielmini, Julien, Anthony C. Woo, Mart Krupovic, Patrick Forterre, and Morgan Gaia. 2019. 
Diversification of Giant and Large Eukaryotic DsDNA Viruses Predated the Origin of Modern 
Eukaryotes. Proc.Natl. Acad. Sci. USA 116 (39): 19585–92.  
https://doi.org/10.1073/pnas.1912006116. 

Haag, Andreas F., and Peter Mergaert. 2019. Terminal Bacteroid Differentiation in the Medicago–
Rhizobium Interaction – a Tug of War between Plant and Bacteria. In The Model Legume 
Medicago Truncatula, 600–616. John Wiley & Sons, Ltd.  
https://doi.org/10.1002/9781119409144.ch75. 

Haddaoui, Marwa, Christophe Sola, Noureddine Raouafi, and Hafsa Korri-Youssoufi. 2019. E-DNA 
Detection of RpoB Gene Resistance in Mycobacterium Tuberculosis in Real Samples Using 
Fe3O4/Polypyrrole Nanocomposite. Biosensors & Bioelectronics 128: 76–82. 
https://doi.org/10.1016/j.bios.2018.11.045. 
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Hrast, Martina, Kaja Rozman, Iza Ogris, Veronika Skedelj, Delphine Patin, Matej Sova, Helene 
Barreteau, Stanislav Gobec, Simona Golic Grdadolnik, and Anamarija Zega. 2019. H Evaluation of 
the Published Kinase Inhibitor Set to Identify Multiple Inhibitors of Bacterial ATP-Dependent Mur 
Ligases. Journal of Enzyme Inhibition and Medicinal Chemistry 34 (1): 1010–17. 
https://doi.org/10.1080/14756366.2019.1608981. 

Ishikawa, Junko, Akinori Maeshima, Allyson Mellinger, Anne Durand, Marie-Line Bourbon, Daichi 
Higo, Christa L. Colyer, Masami Shibukawa, Soufian Ouchane, and Shingo Saito. 2019. Two-
Dimensional Polyacrylamide Gel Electrophoresis for Metalloprotein Analysis Based on 
Differential Chemical Structure Recognition by CBB Dye. Scientific Reports 9 (1): 10566. 
https://doi.org/10.1038/s41598-019-46955-6. 

Itoh, Hideomi, Seonghan Jang, Kazutaka Takeshita, Tsubasa Ohbayashi, Naomi Ohnishi, Xian-Ying 
Meng, Yasuo Mitani, and Yoshitomo Kikuchi. 2019. Host-Symbiont Specificity Determined by 
Microbe-Microbe Competition in an Insect Gut. . Proc.Natl. Acad. Sci. USA 116 (45): 22673–82.  
https://doi.org/10.1073/pnas.1912397116. 

Kammerscheit, Xavier, Franck Chauvat, and Corinne Cassier-Chauvat. 2019a. First in Vivo Evidence 
That Glutathione-S-Transferase Operates in Photo-Oxidative Stress in Cyanobacteria. Frontiers in 
Microbiology 10: 1899.  

https://doi.org/10.3389/fmicb.2019.01899. 

———. 2019b. From Cyanobacteria to Human, MAPEG-Type Glutathione-S-Transferases Operate in 
Cell Tolerance to Heat, Cold, and Lipid Peroxidation. Frontiers in Microbiology 10: 2248.  
https://doi.org/10.3389/fmicb.2019.02248. 

Klotoe, B. J., S. Kacimi, E. Costa-Conceicão, H. M. Gomes, R. B. Barcellos, S. Panaiotov, D. Haj Slimene, 
et al. 2019. Genomic Characterization of MDR/XDR-TB in Kazakhstan by a Combination of High-
Throughput Methods Predominantly Shows the Ongoing Transmission of L2/Beijing 94-32 
Central Asian/Russian Clusters. BMC Infectious Diseases 19 (1): 553. 
https://doi.org/10.1186/s12879-019-4201-2. 

Knierim, Dennis, Quentin Barrière, Ioana Grigoras, Stephan Winter, Heinrich-Josef Vetten, Mark 
Schwinghamer, John Thomas, Paul Chu, Bruno Gronenborn, and Tatiana Timchenko. 2019. 
Subterranean Clover Stunt Virus Revisited: Detection of Two Missing Genome Components. 
Viruses 11 (2): 138. 
https://doi.org/10.3390/v11020138. 

Krupovic, Mart, Kira S. Makarova, Yuri I. Wolf, Sofia Medvedeva, David Prangishvili, Patrick Forterre, 
and Eugene V. Koonin. 2019. Integrated Mobile Genetic Elements in Thaumarchaeota. 
Environmental Microbiology 21 (6): 2056–78.  
https://doi.org/10.1111/1462-2920.14564. 

Laddomada, Federica, Mayara M. Miyachiro, Matthew Jessop, Delphine Patin, Viviana Job, 
Dominique Mengin-Lecreulx, Aline Le Roy, et al. 2019. The MurG Glycosyltransferase Provides an 
Oligomeric Scaffold for the Cytoplasmic Steps of Peptidoglycan Biosynthesis in the Human 
Pathogen Bordetella Pertussis. Scientific Reports 9 (1): 4656.  
https://doi.org/10.1038/s41598-019-40966-z. 

Lamouche, Florian, Nolwenn Bonadé-Bottino, Peter Mergaert, and Benoit Alunni. 2019. Symbiotic 
Efficiency of Spherical and Elongated Bacteroids in the Aeschynomene-Bradyrhizobium 
Symbiosis. Frontiers in Plant Science 10: 377.  
https://doi.org/10.3389/fpls.2019.00377. 



Microbiology Dept – I2BC 2015 - 2019 5 

Lamouche, Florian, Anaïs Chaumeret, Ibtissem Guefrachi, Quentin Barrière, Olivier Pierre, Florence 
Guérard, Françoise Gilard, et al. 2019. From Intracellular Bacteria to Differentiated Bacteroids: 
Transcriptome and Metabolome Analysis in Aeschynomene Nodules Using the Bradyrhizobium 
Sp. ORS285 BclA Mutant. Journal of Bacteriology 201 (17): e00191-19. 
 https://doi.org/10.1128/JB.00191-19. 

Lamouche, Florian, Djamel Gully, Anaïs Chaumeret, Nico Nouwen, Camille Verly, Olivier Pierre, 
Coline Sciallano, et al. 2019. Transcriptomic Dissection of Bradyrhizobium Sp. Strain ORS285 in 
Symbiosis with Aeschynomene Spp. Inducing Different Bacteroid Morphotypes with Contrasted 
Symbiotic Efficiency. Environmental Microbiology 21 (9): 3244–58.  
https://doi.org/10.1111/1462-2920.14292. 

Latino, Libera, Delphine Patin, Dimitri Cherier, Thierry Touze, Christine Pourcel, Helene Barreteau, 
and Dominique Mengin-Lecreulx. 2019. Impact of FiuA Outer Membrane Receptor Polymorphism 
on the Resistance of Pseudomonas Aeruginosa toward Peptidoglycan Lipid II-Targeting PaeM 
Pyocins. Journal of Bacteriology 201 (13): e00164.  
https://doi.org/10.1128/JB.00164-19. 

Lesur, Emilie, Aurélie Baron, Christiane Dietrich, Marie Buchotte, Gilles Doisneau, Dominique Urban, 
Jean-Marie Beau, et al. 2019. First Access to a Mycolic Acid-Based Bioorthogonal Reporter for the 
Study of the Mycomembrane and Mycoloyltransferases in Corynebacteria. Chemical 
Communications 55 (87): 13074–77.  
https://doi.org/10.1039/c9cc05754d. 

Levy, Mitchell M., Andrew Rhodes, Laura E. Evans, and Steering and Executive Committee of the 
Surviving Sepsis Campaign. 2019a. COUNTERPOINT: Should the Surviving Sepsis Campaign 
Guidelines Be Retired? No. Chest 155 (1): 14–17.  
https://doi.org/10.1016/j.chest.2018.10.012. 

———. 2019b. Rebuttal From Drs Levy, Rhodes, and Evans. Chest 155 (1): 19–20.  
https://doi.org/10.1016/j.chest.2018.10.011. 

Lossouarn, Julien, Arnaud Briet, Elisabeth Moncaut, Sylviane Furlan, Astrid Bouteau, Olivier Son, 
Magali Leroy, et al. 2019. Enterococcus Faecalis Countermeasures Defeat a Virulent Picovirinae 
Bacteriophage. Viruses 11 (1): 48.  
https://doi.org/10.3390/v11010048. 

Maikova, Anna, Victor Kreis, Anaïs Boutserin, Konstantin Severinov, and Olga Soutourina. 2019. 
Using Endogenous CRISPR-Cas System for Genome Editing in the Human Pathogen Clostridium 
Difficile. Applied and Environmental Microbiology 85 (20): e01416.  
https://doi.org/10.1128/AEM.01416-19. 

Maire, Justin, Carole Vincent-Monegat, Severine Balmand, Agnes Vallier, Mireille Herve, Florent 
Masson, Nicolas Parisot, et al. 2019. Weevil Pgrp-Lb Prevents Endosymbiont TCT Dissemination 
and Chronic Host Systemic Immune Activation. Proc.Natl. Acad. Sci. USA 116 (12): 5623–32.  
https://doi.org/10.1073/pnas.1821806116. 

Marty, Loïc, Armelle Vigouroux, Magali Aumont-Nicaise, Franck Pelissier, Thibault Meyer, Céline 
Lavire Lavire, Yves Dessaux, and Solange Moréra. 2019. Structural Basis for Two Efficient Modes 
of Agropinic Acid Opine Import into the Bacterial Pathogen Agrobacterium Tumefaciens. The 
Biochemical Journal 476: 165–78.  
https://doi.org/10.1042/BCJ20180861. 
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Massarweh, Ahmad, Michael Bosco, Isabelle Chantret, Thibaut Léger, Layla Jamal, David I. Roper, 
Christopher G. Dowson, et al. 2019. Bacterial Lipid II Analogs: Novel In Vitro Substrates for 
Mammalian Oligosaccharyl Diphosphodolichol Diphosphatase (DLODP) Activities. Molecules 
(Basel, Switzerland) 24 (11): 2135.  
https://doi.org/10.3390/molecules24112135. 

Migliardo, F., Y. Bourdreux, M. Buchotte, G. Doisneau, J.-M. Beau, and N. Bayan. 2019. Study of the 
Conformational Behaviour of Trehalose Mycolates by FT-IR Spectroscopy. Chemistry and Physics 
of Lipids 223: 104789.  
https://doi.org/10.1016/j.chemphyslip.2019.104789. 

Morin, Luc, Martin Kneyber, Nicolaas J. G. Jansen, Mark J. Peters, Etienne Javouhey, Simon Nadel, 
Graeme Maclaren, Luregn Jan Schlapbach, Pierre Tissieres, and ESPNIC Refractory Septic Shock 
Definition taskforce and the Infection, Systemic Inflammation and Sepsis ESPNIC section. 2019. 
Translational Gap in Pediatric Septic Shock Management: An ESPNIC Perspective. Annals of 
Intensive Care 9 (1): 73.  
https://doi.org/10.1186/s13613-019-0545-4. 

Najah, Soumaya, Corinne Saulnier, Jean-Luc Pernodet, and Stéphanie Bury-Moné. 2019. Design of a 
Generic CRISPR-Cas9 Approach Using the Same SgRNA to Perform Gene Editing at Distinct Loci. 
BMC Biotechnology 19 (1): 18. 
https://doi.org/10.1186/s12896-019-0509-7. 

Novikov, Alexey, Nico Marr, and Martine Caroff. 2019. A Comparative Study of the Complete 
Lipopolysaccharide Structures and Biosynthesis Loci of Bordetella Avium, B. Hinzii, and B. 
Trematum. Biochimie 159: 81–92. 
https://doi.org/10.1016/j.biochi.2018.12.011. 

Ohbayashi, Tsubasa, Ryo Futahashi, Mia Terashima, Quentin Barrière, Florian Lamouche, Kazutaka 
Takeshita, Xian-Ying Meng, et al. 2019. Comparative Cytology, Physiology and Transcriptomics of 
Burkholderia Insecticola in Symbiosis with the Bean Bug Riptortus Pedestris and in Culture. The 
ISME Journal 13 (6): 1469–83.  
https://doi.org/10.1038/s41396-019-0361-8. 

Ohbayashi, Tsubasa, Hideomi Itoh, Joy Lachat, Yoshitomo Kikuchi, and Peter Mergaert. 2019. 
Burkholderia Gut Symbionts Associated with European and Japanese Populations of the Dock 
Bug Coreus Marginatus (Coreoidea: Coreidae). Microbes and Environments 34 (2): 219–22. 
https://doi.org/10.1264/jsme2.ME19011. 

Osman, Jorge R., Christophe Regeard, Catherine Badel, Gustavo Fernandes, and Michael S. DuBow. 
2019. Variation of Bacterial Biodiversity from Saline Soils and Estuary Sediments Present near the 
Mediterranean Sea Coast of Camargue (France). Antonie Van Leeuwenhoek International Journal 
of General and Molecular Microbiology 112 (3): 351–65. 
https://doi.org/10.1007/s10482-018-1164-z. 

Oulghazi, Said, Jeremy Cigna, Yin Yin Lau, Mohieddine Moumni, Kok Gan Chan, and Denis Faure. 
2019. Transfer of the Waterfall Source Isolate Pectobacterium Carotovorum M022 to 
Pectobacterium Fontis Sp. Nov., a Deep-Branching Species within the Genus Pectobacterium. Int. 
J. Syst. Evol. Microbiol. 69 (2): 470–75.  
https://doi.org/10.1099/ijsem.0.003180. 
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Oulghazi, Saïd, Jacques Pédron, Jérémy Cigna, Yin Yin Lau, Mohieddine Moumni, Frédérique Van 
Gijsegem, Kok-Gan Chan, and Denis Faure. 2019. Dickeya Undicola Sp. Nov., a Novel Species for 
Pectinolytic Isolates from Surface Waters in Europe and Asia. Int. J. Syst. Evol. Microbiol. 69 (8): 
2440–44.  
https://doi.org/10.1099/ijsem.0.003497. 

Payen, Didier, Valerie Faivre, Jordi Miatello, Jenneke Leentjens, Caren Brumpt, Pierre Tissières, 
Claire Dupuis, Peter Pickkers, and Anne Claire Lukaszewicz. 2019. Multicentric Experience with 
Interferon Gamma Therapy in Sepsis Induced Immunosuppression. A Case Series. BMC Infectious 
Diseases 19 (1): 931. 
https://doi.org/10.1186/s12879-019-4526-x. 

Pickkers, Peter, Timon Vassiliou, Valdis Liguts, Federico Prato, Pierre Tissieres, Stephan Kloesel, 
Franco Turani, et al. 2019. Sepsis Management with a Blood Purification Membrane: European 
Experience. Blood Purification 47 Suppl 3: 1–9.  
https://doi.org/10.1159/000499355. 

Portier, Perrine, Jacques Pédron, Géraldine Taghouti, Marion Fischer-Le Saux, Emma Caullireau, 
Claire Bertrand, Angélique Laurent, et al. 2019. Elevation of Pectobacterium Carotovorum Subsp. 
Odoriferum to Species Level as Pectobacterium Odoriferum Sp. Nov., Proposal of Pectobacterium 
Brasiliense Sp. Nov. and Pectobacterium Actinidiae Sp. Nov., Emended Description of 
Pectobacterium Carotovorum and Description of Pectobacterium Versatile Sp. Nov., Isolated 
from Streams and Symptoms on Diverse Plants. Int. J. Syst. Evol. Microbiol. 69 (10): 3207–16. 
https://doi.org/10.1099/ijsem.0.003611. 

Pouessel, Guillaume, Valentine Cerbelle, Stephanie Lejeune, Stephane Leteurtre, Nassima 
Ramdane, Antoine Deschildre, and French Group for Pediatric Intensive Care Emergencies 
(GFRUP). 2019. Anaphylaxis Admissions in Pediatric Intensive Care Units: Follow-up and Risk of 
Recurrence. Pediatric Allergy and Immunology 30 (3): 341–47.  
https://doi.org/10.1111/pai.13015. 

Puccinelli, Francesco, Minh Ngoc Thien Kim Tran Dong, Marta Iacobucci, Jean-Xavier Mazoit, 
Philippe Durand, Pierre Tissieres, and Guillaume Saliou. 2019. Embolization of Cerebral 
Arteriovenous Shunts in Infants Weighing Less than 5 Kg. Journal of Neurosurgery. Pediatrics, 
February, 1–9. 
https://doi.org/10.3171/2018.11.PEDS1865. 

Raoul des Essarts, Yannick, Jacques Pédron, Pauline Blin, Erwin Van Dijk, Denis Faure, and 
Frédérique Van Gijsegem. 2019. Common and Distinctive Adaptive Traits Expressed in Dickeya 
Dianthicola and Dickeya Solani Pathogens When Exploiting Potato Plant Host. Environmental 
Microbiology 21 (3): 1004–18. 
https://doi.org/10.1111/1462-2920.14519. 

Reina, José Carlos, Marta Torres, and Inmaculada Llamas. 2019. Stenotrophomonas Maltophilia 
AHL-Degrading Strains Isolated from Marine Invertebrate Microbiota Attenuate the Virulence of 
Pectobacterium Carotovorum and Vibrio Coralliilyticus. Marine Biotechnology (New York, N.Y.) 
21: 276–90. 
https://doi.org/10.1007/s10126-019-09879-w. 

Rondeau, Marine, Qassim Esmaeel, Jérôme Crouzet, Pauline Blin, Isabelle Gosselin, Catherine 
Sarazin, Miguel Pernes, et al. 2019. Biofilm Constructing Variants of Paraburkholderia 
Phytofirmans PsJN Outcompete the Wild-Type Form in Free-Living and Static Conditions but Not 
in Planta. Applied and Environmental Microbiology 85 (11): e02670-18.  
https://doi.org/10.1128/AEM.02670-18. 
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Rubio, Tristan, Daniel Oyanedel, Yannick Labreuche, Eve Toulza, Xing Luo, Maxime Bruto, Cristian 
Chaparro, et al. 2019. Species-Specific Mechanisms of Cytotoxicity toward Immune Cells 
Determine the Successful Outcome of Vibrio Infections. Proc.Natl. Acad. Sci. USA 116 (28): 
14238–47. 
https://doi.org/10.1073/pnas.1905747116. 

Sarfraz, Sohaib, Shahbaz Talib Sahi, Muhammad Amjad Ali, Sultan Habibullah Khan, and Denis Faure. 
2019. Antagonistic Potential of N-Acyl-Homoserine Lactone Degrading Bacillus Species for 
Controlling Pectobacterium Based Infections in Potato. International Journal of Agriculture & 
Biology 22 (4): 639–46. 
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